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Abstract
Bacillus cereus is a common spore-forming bacterium found in food environments with variable virulence potential. Thus, understanding the genetic characteristics of B. cereus isolates is essential for accurate risk assessment. We performed whole genome sequencing (WGS) on B. cereus isolates obtained between 2023 and 2026 from foods collected across our various surveillance programmes to characterise their genetic profiles and assess public health significance.
These B. cereus isolates are characterised by the absence of known high-virulence genes and their genetic heterogeneity indicating varied genetic backgrounds. This comprehensive genetic profiling provides important baseline data for B. cereus surveillance in Singapore's food system, enabling more informed risk assessment and targeted monitoring strategies.

